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Abstract  
At the end of the 20th century we saw great changes in family dynamics with rates of 

separation and re-partnerning increasing across Europe. Previous research has primarily 

focused on adults but less is known about how these family demographic changes have 

affected children's family structure. From previous studies we know that there are 

regional differences in children's propensity to experience parental separation, re-

partnering as well as being born to a lone mother. A link between maternal education 

and children's risk of experiencing certain family transitions have also been found, but 

the evidence are mixed and the educational gradients are not always clear. In this thesis, 

I use data from the Harmonized Histories dataset on 16 European countries to find 

which family structures are the most common for European children and how they vary 

across regions and by maternal educational level. I use sequence and cluster analysis to 

identify the set of family structures which best captures the family life course of 

children up to age 15. I partly find similar results as previous studies with regard to the 

regional differences and educational gradient in family structure. New findings show 

that there is a North/South divide in the propensity of children to remain with their 

original parents throughout childhood as well as experiencing parental separation and 

stepfamily formation. Further, I corroborate previous findings on the relationship 

between maternal education and childhood family structure as well as provide new 

results. One important finding is that children of highly educated mothers who 

experience parental separation are more likely than children of less educated mothers to 

remain with a single mother rather than to enter into a new stepfamily. This holds for 

most European regions. In sum, this research contributes to the field of family 

demography by analyzing children’s longitudinal family structure and by incorporating 

both country of residence and socioeconomic background. It highlights the need for 

incorporating the entire life course of children, as well as the geographical and 

socioeconomic context for a more complete understanding of how family demographic 

changes have played out for European children.  

Keywords: child outcomes, Europe, comparative, divorce, stepfamily, sequence 

analysis 
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Introduction
The European family dynamics of the late 20th century underwent large changes
as compared to previous decades. In particular through increasing rates of divorce
and re-partnering. From the amassed family demography literature, the majority of
attention has been placed on investigating the changing family dynamics from the
adult perspective, while less is known about children’s family structures. Understand-
ing the extent to which children experience various family circumstances and when
transitions occur is crucial as both family structure and transitions have the potential
to influence child wellbeing and future outcomes (Fomby and Cherlin, 2007). Con-
sequently, exploring the landscape of children’s family experiences becomes imperat-
ive for a comprehensive understanding of the evolving dynamics of European family
structures.

The demographic studies that have been carried out on children’s experiences of fam-
ily transitions in Europe (such as Andersson, 2002; Kennedy and Thomson, 2010;
Thomson, 2014), have primarily looked at the degree to which children experience
particular events. Albeit important, transitions are only one part of the family exper-
ience. Increasing attention has been placed on the importance of studying duration
as well as the sequence of transitions. This has been done within the US literature on
childhood family experiences (Johnston et al., 2020; Mitchell, 2013) using profile-
based methods such as latent class analysis and sequence analysis but so far it has not
been done on a representative sample of the European child population. To fully un-
derstand the changes in family structure during childhood we need methodological
advancements to better capture potential diversity.

Further, there has been ample research on how the intensity of divorce, re-partnering,
multi-partner fertility, and single-mother births have developed among adults in
Europe, and how the processes have differed between European regions. Despite this
rich body of comparative research, very little has been done to document the implic-
ations for children’s family structures and to what degree they differ between coun-
tries. Open questions that remain to be answered are to what degree children’s family
experiences mirror adult experiences and if the same processes that drive changes
in adult family trajectories also affect children in the same fashion. In terms of di-
vorce, it seems that the increasing rate of separations among adult couples has not
been mirrored among children and that it is highly dependent on parental educational
level (Kalmijn and Leopold, 2021). In some European countries, children of highly
educated parents have not experienced an increased risk of parental separation at all.

The objective of this thesis is to provide a descriptive analysis of children’s family
structure trajectories in Europe. I will attempt to answer the following questions: (1)
What are the most common family structures among European children, and how do
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they vary across European countries and regions? (2) How does the risk of experi-
encing a particular family structure differ by the mother’s socioeconomic status, as
measured by level of education? In particular, I will analyze how the family states
living with original parents, living with a single mother, and living in a stepfamily
are distributed over European children’s first 15 years of life. This will be accom-
plished by generating a set of family history sequences for European children, based
on the Harmonized Histories data set. Analysis will be performed by sequence ana-
lysis, through which I will generate clusters of the most common family structures. I
will then perform a descriptive analysis of the proportion of children who experience
these structure types at the country and regional levels. Further, I will describe how
the most common structure groups are associated with the mother’s socioeconomic
status. This will contribute to our current knowledge of children’s family lives by de-
scribing how their family structure changes over time, relating it to both the region of
residence and socioeconomic background. Thus we will gain further knowledge on
how children’s family lives vary both within and between European regions.

Before describing the methods in greater detail, I will outline the main theoretical
frameworks of this thesis as well as previous research on children’s experiences of
family structure changes. In the end, I will present the results of my analysis and put
them into context in the discussion and conclusion sections.

Theory and previous research

Family demographic drivers of childhood family

structure

The three childhood states that I will be analyzing in this study, living with original
parents, living with a single mother and living in a stepfamily, arise due to circum-
stances and decisions made by the child’s parents. So to understand the family con-
ditions of children, we first need to know which processes at the parental level shape
family forms. How common these processes are among adults (and among parents in
particular) will determine how common different family structures are for children.
In this section, I will outline the parental processes that lay behind why children are
in one state or another as well as provide summary measures of how common they
are in Europe and their relationship to socioeconomic status. In the next section, I
will provide more detail on how these processes are reflected for children and how
the intensities differ between European regions.

The large majority of European children are born into a union. This is the family state
I call living with original parents. Commonly, when we think about being born into a

6



union we imagine both adults to also be the biological parents of the child. Although
this is the most common of children being conceived, there are however other pro-
cesses that give rise to children being born into a union. Assisted reproductive tech-
nologies, in particular egg and semen donation, can lead to a child being born into a
union where one of the parents is not the biological parent. Population-wide data on
maternal union status at childbirth in Europe between 1975 and 2004 indicate that
between 80-97% of births are within a union, with large differences between coun-
tries (Perelli-Harris et al., 2012). This shows that a large share of, and in some coun-
tries almost all, children are born into a parental union.

Living with a single parent is a state that can arise from three main processes: birth to
a single mother, parental separation, and the death of a parent. Births to single fathers
through surrogacy exist but are so far very limited (Jones et al., 2023). In terms of
single-mother births, we have already indicated that single-mother births account for
3-20% of all births in Europe during the time period 1975 to 2004 (Perelli-Harris et
al., 2012). One important predictor that has been found cross-nationally in Europe
is that there is a negative educational gradient associated with single-mother births
(Perelli-Harris et al., 2010b). Lower education is associated with an increased risk of
giving birth as a single mother compared to giving birth in a union. This gradient can
to some degree be explained both by a lower likelihood of entering a partnership as
pregnant as well as less access to contraceptives and abortions (Koops et al., 2021).

Children being born into a union may later experience living with a single parent
due to parental separation. This may be the result of separation from a cohabiting
union or divorce from a marriage. In terms of divorce, it has been steadily increas-
ing in Europe across a wide set of countries during the latter half of the 20th century
(Härkönen, 2014; Kalmijn, 2007; Kalmijn and Leopold, 2021). Estimates of net di-
vorce rates (annual divorces per 1000 married women) in Europe between 1990 and
2000 ranged from 6.41 to 20.35 (Kalmijn, 2007). A review by Amato and James
(2010) found that important predictors of divorce were female employment and fe-
male income. This is hypothesized to stem from that these resources make women
less dependent on men for their sustenance, thus opening up the possibility for di-
vorce. The same review also found that the association between education and di-
vorce risk varies across countries, and later studies have also found that the country
context seems to matter more than education in explaining the prevalence of union
dissolution (Perelli-Harris and Lyons-Amos, 2016). Union dissolution may also oc-
cur when a non-marital cohabiting union ends and dissolution rates of cohabitation
are consistently higher than for marriages (Andersson et al., 2017). However, the
consequences for children do not directly reflect those of adults in this sense, as the
presence of children within the union at the time of dissolution is much lower for co-
habiting unions than for marriages (Gałęzewska et al., 2017). The third process that
may lead to living with a single parent is the case when the other parent passes away.
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Single-country studies have found that the percentage of children who experience
the loss of a parent is around 3% before age 12 in Sweden (Hiyoshi et al., 2021) and
5% before age 16 in the UK (Akerman and Statham, 2011) but there are no cross-
European population measures on the prevalence of childhood bereavement.

It is important to note that separation does not always entail that children end up
with just one single parent. Joint physical custody has become more common, where
children at times live both with their mother and their father after separation. In most
European countries, around 0-10% of children live in a symmetric joint physical
custody arrangement when the family is not intact (Steinbach et al., 2021). Sweden
is an outlier where the occurrence is 20%. In the case where a parent is the sole
carer of a child, this is most often the mother. However, it has been estimated, using
the European Community Household Panel Survey, that in 1996 around 10% of
European lone parents were fathers (Chambaz, 2001).

For children to experience living in a stepfamily, it requires that the single parent
form a new cohabiting partnership or marriage. This may occur either through re-
partnering after separation or when forming a partnership after being a lone birth par-
ent. There are no cross-European studies on the partnering dynamics of lone birth
mothers with them as the unit of analysis, but taking the child perspective Andersson
et al. (2017) shows the percentage of children born to lone mothers who are in a
stepfamily before the age of 6. The percentages range from 25% to 55% depending
on the European country, thus it is a quite common event but by age 6 the majority
of children born to lone mothers remain with a single mother. The partnering op-
portunities of lone mothers are not necessarily equal within countries. Kalmijn and
Monden (2010) finds that among lone birth mothers in the Netherlands, the risk of
entering a union is higher for mothers with average income than for those who are
poor. Contrarily, Jalovaara and Andersson (2018) finds that the reverse pattern is true
for Finnish children, where children to poor mothers are more likely to experience
living in a two-parent family. Thus, the link between socioeconomic status and union
formation for lone mothers is not necessarily the same in European countries.

As for entering a new union after union dissolution, Gałęzewska et al. (2017) finds
that in 2005 around 60-80% of European women repartner within ten years of first
union dissolution. The estimates are also similar either if the first union is a marriage
or cohabiting union. As for the social determinant of re-partnering, findings from Es-
tonia, Lithuania, Poland, and Hungary indicate that education does not seem to be
associated with women’s risk of re-partnering, but that education can play a role for
men in the propensity to re-partner (Maslauskaitė and Baublytė, 2015). However,
Dahlberg (2018) finds that for countries in Northern and Western Europe, mothers
with post-secondary education are more likely to re-partner than mothers with sec-
ondary education and lower. This pattern is also found among fathers but is generally
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weaker. So as with union formation after being a single parent, education is not a con-
sistent predictor of the risk of entering a new partnership.

Other aspects that are important to consider when tracing children’s family experi-
ences are whether cohabitation is included as a measure as well as the prevalence of
joint physical custody. Relying on the US National Survey of Family Growth, Rally
and Wildsmith (2004) found that when adding family transitions into and out of co-
habitation, family instability (calculated from transitions into and out of parental part-
nerships) increased by 30% for White children and over 100% for Black children.
This highlights the importance of including cohabitation in studies on childhood fam-
ily structure. As for joint physical custody, in a majority of European countries, it is
a fringe arrangement that only 5% or less of children in non-intact families experi-
ence, whilst it is more common in Sweden (21%) and Belgium (13.5%) (Steinbach
et al., 2021). This makes it hard to examine the actual family experiences of children
based on surveys where parents are the anchors or where children’s experiences are
not tracked after separation on both the maternal and paternal sides. If the prevalence
was similar across countries it would be simpler to approximate children’s experi-
ences based on parental reports. The current praxis of following children’s family tra-
jectories on the maternal side will now underreport the total experienced complexity
more in countries such as Sweden and Belgium whereas it will be a good approxima-
tion in countries where joint physical custody is uncommon. There are findings from
the UK that show that children’s family complexity (measured with a compound com-
plexity index) is similar between father’s and mother’s family lives over childhood
(Rowold and Winkle, 2022), indicating that a fair share of complexity is missed when
only accounting for children’s experiences on the maternal side. Attempts to amelior-
ate this issue have been made (see Kalmijn et al., 2018) but are so far uncommon.

Mapping European differences among children's

family experiences

As we saw in the section above, the prevalence of family states and the rates of
transitions differ between adults in European countries. In this section, I will outline
how these processes are reflected in the life course of children and how they differ
between European regions. To describe these patterns I will divide Europe into five
geographic regions which partly have a shared history as well as common family
demographic trends. In previous studies on family dynamics in Europe, it has been
common to divide Europe into Northern, Western, Southern, and Eastern Europe
(see for example Billari et al., 2001; Fokkema and Liefbroer, 2008; Kalmijn, 2007;
Thomson, 2014). In the western parts of Europe, there has been a consistent North-
South divide in family tie patterns (Reher, 1998) which can be expected to influence
family transitions. There is however a point in separating the Nordic countries from
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the more Central-Western countries as they have been seen as forerunners in terms
of family demographic changes (Ohlsson-Wijk et al., 2020). In terms of the Eastern
European countries, there is diversity in family behaviors and they have been divided
into up to 5 distinct regions in previous research (Thornton and Philipov, 2009).
Within this study a two-part division of Eastern Europe will be used, Central-Eastern
and South-Eastern. South-Eastern Europe will consist of the Balkan countries and
Central-Eastern of the countries north of, and including, Hungary (for the exact coun-
tries see Table 1). This division is used as previous research have found differing
patterns of adult family dynamics between these two regions (Kalmijn, 2007).

There are few descriptive studies on children’s family structure from a European com-
parative perspective. This section will rely on data from Andersson et al. (2017) for
summarizing the general regional variation. Regarding union status at birth, children
from Northern, Southern, and South-Eastern Europe are the most likely to be born
into a union. The percentage is around 98% for Northern, 96% for Southern and 95%
for South-Eastern Europe. As for Western Europe, there is some within-region vari-
ation but the average is around 93-97%. It is the least common in Central-Eastern
Europe where 87-95% of children are born into a union. Conversely, being born to a
single mother is most common in Central-Eastern Europe. As for experiencing par-
ental separation, there are large regional variations but some patterns emerge. Separa-
tion is the least common in Southern and South-Eastern Europe where the percentage
of children who experience separation by age 15 is around 12%. It is about twice as
common in Northern Europe at around 24-28%, and in Western and Central-Eastern
Europe, the percentages range from 26% to 36%. The Netherlands and Germany
stand out from the rest of Western Europe, as fewer children experience parental
separation (14% and 18% respectively). Finally, the percentages that experience a
reconstituted family also differ between regions. For those whose parents separate,
30-60% of children experience a stepfamily within 6 years across European regions.
The exceptions are Italy and Bulgaria where only 14% and 21% respectively experi-
ence stepfamily formation. For children born to lone mothers, stepfamily formation
is experienced by 55% of children in Northern Europe, 34-54% in Western Europe,
50-61% in Southern Europe, 39-49% in Central-Eastern Europe, and only around
25% in South-Eastern Europe.

In the previous section, we saw that there is a connection between education and fam-
ily dynamics for the adult population in Europe. However, the association between
education and family transitions may differ depending on whether an individual
has children or not. If the association between education and family transitions is
stronger for parents than for childless individuals, the educational disparity in family
structure will be more pronounced from children’s perspective. On the other hand, if
the association is weaker for parents, the educational gradient will be less evident for
children. In terms of separation, Kalmijn and Leopold (2021) find that the separation
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surge among adults in late 20th-century Europe has been trivial for children to highly
educated parents in many European countries. It has been more noticeable among
children to couples with lower education, but generally, the separation surge has not
been directly reflected in the experiences of children. As for stepfamily formation, it
has been found that there is no association between parental education and the risk of
entering a stepfamily in Sweden (Turunen, 2011).

Taken together, these findings show that there is both large between and within re-
gional variation in children’s family experiences. This is partly a reflection of the
variation among the adult population. In the next section, I examine the potential con-
sequences these experiences may have for children apart from simply the household
composition.

The consequences of family structure

Associations have also been found between childhood family structure and a set of
adverse proximate and future outcomes. These consequences occur in multiple do-
mains, ranging from well-being to educational outcomes. A recent systematic review
(Hadfield et al., 2018), of the so-called Instability Hypothesis, found mixed support
for the theory that family transitions entail negative outcomes for children. They
found variations depending on context, type of transition, and effects for only cer-
tain groups. In this section, I will summarize some of the effects that have been doc-
umented to be associated with the family demographics processes and states outlined
in this thesis.

Negative child outcomes associated with divorce have been studied along many dif-
ferent dimensions. Averdijk et al. (2012) found that parental separation led to an in-
crease in both aggressive and internalizing behavior (such as sadness, insomnia, and
social withdrawal) among children in Zürich, controlling for parental conflict, mater-
nal depression, and financial difficulties. The effect was partly mediated by maternal
depression. Similar results were found in the U.S context, where children of divorce,
who were propensity-score-matched to children of intact families, showed higher
levels of both internalizing and aggressive behavior following parental separation
(Weaver and Schofield, 2015). This effect was found both in the short- and long-term
following separation. There are also potential health consequences of divorce, where
German children experiencing divorce, studied using a panel setup, were found to in-
crease their BMI after divorce (Brockmann, 2013). There are also consequences on
school outcomes. Havermans et al. (2014) found an association between divorce and
less school engagement among Belgian children. A large part of the effect was me-
diated by the parent-child relationship, financial problems at home, and parental con-
flict. Swedish children experiencing divorce have also been found to show decreased
psychological well-being and lower educational attainments (Gähler and Palmtag,
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2015)

The transition of re-partnering has also been studied, but not to the same degree.
Bachman et al. (2009) studied adolescents from low-income urban US families, and
found that neither risks nor benefits increased as a result of maternal marriage on a
wide battery of adolescent well-being indicators. Although introducing a new partner
in the household increased financial resources, it was not associated with improve-
ments in home environment or maternal well-being, which could explain why adoles-
cent functioning did not increase significantly. In a further US study, children’s aca-
demic achievement was not found to be improved when their single mother married
(Wagmiller et al., 2010). The small benefits to academic performance were also to a
large degree distributed among the children to mothers with higher education. There
is yet little evidence for the case that maternal re-marriages increase the life chances
and well-being of their children (Hadfield et al., 2018).

Apart from the outcomes of family transitions, there is also a literature on the effects
of the long-term states of living with a single mother or in a stepfamily, contrasted
with living in a nuclear family with original parents. For the case of single-mother
families in the U.S., Fomby and Osborne (2017) found that children born to lone
mothers showed higher levels of behavioral problems than those born into nuclear
families. Youth in single-mother families in Germany have also been found to exper-
ience lower well-being than those living with their mother and father, or their mother
and a stepfather (Walper et al., 2015). There are also external factors to consider,
which might influence the well-being of children in single-mother families, one ex-
ample comes from Sweden where living in a single-parent household is associated
with a higher risk of bullying for children (Låftman et al., 2017).

The studies outlined in this section have one thing in common, namely that they study
either singular transitions or family states. In a review of the research on family di-
versity and complexity among adolescents, Pearce et al. (2018) argues that to bet-
ter understand both the family circumstances of adolescents as well as how family
characteristics are related to certain outcomes, we need new methods. They suggest,
among others, the use of “profile-based” methods, such as latent class analysis and
cluster analysis. So far, very few studies have been conducted on children’s family
structure using this type of methodology but we will look more closely at two studies
that have.

Using the U.S. National Longitudinal Survey of Youth, Mitchell (2013) created a
five-type classification of children’s family structure on the maternal side using lat-
ent class analysis. The model distinguished between living with (1) married biolo-
gical parents, (2) cohabiting biological parents, (3) cohabiting stepfather, (4) mar-
ried stepfather and (5) single mother. The five-class solution created typologies that
Mitchell named, “Married biological parents who divorce”, “Long-term single moth-
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ers”, “Continuously married biological parents”, “Cohabiting biological parents who
marry or break up” and “Gain a stepfather”. This study can be credited as an early
attempt at finding childhood family trajectories but is in some senses lacking. They
distinguished between cohabiting and married parents which gave rise to the final cat-
egory “Cohabiting biological parents who marry or break up”, which makes little sub-
stantive sense. Classifying children who experience a separation into the same group
as those who might experience a strengthening of the parental relationship seems to
be just an artifact of how the model and its states are constructed. Therefore, we need
to be aware of how model construction can influence the outcomes with this type of
data-centric analysis.

A more recent study, using the children of the participants in the National Longitud-
inal Survey of Youth, performed and compared classifications of family trajectories
through both latent class analysis and sequence analysis (Johnston et al., 2020). This
study did not distinguish between cohabitation and marriage and revealed some fur-
ther patterns in family structure changes, and where each pattern was intuitively in-
terpretable. In particular, the findings indicate that latent class analysis and sequence
analysis are both appropriate for the analysis of childhood family structure, but that
sequence analysis may be more suitable for distinguishing exclusive groups as well
as in larger comparative studies.

Aims and expectations

This thesis aims to further our understanding of children’s family lives in Europe by
examining them through the entire childhood life course. By using the profile-based
methods of sequence and cluster analyses I aim to distill the diversity of family tra-
jectories to a set of distinct family structure types. By doing this I will be able to com-
pare the children of different countries and create a descriptive picture of childhood
family lives in Europe and to further understand their similarities and differences.
Given that within-country differences are also to be expected, I will aim to see to
what extent the mother’s educational level is related to the family trajectory of her
children. In particular, I will try to answer the research questions:

1. What are the most common family structures among European children, and
how do they vary across regions and countries?

2. How does the likelihood of experiencing a particular family structure differ by
the mother’s socioeconomic status, as measured by level of education?

Given the descriptive character of this paper, I will not do any formal hypothesis test-
ing but in light of the theories and previous research outlined above, I have some ex-
pectations of what will be seen in the data. As for the first research question, I expect
that we will see the smallest variation in trajectory cluster membership in Southern
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and South-Eastern Europe where a large majority of children will live their entire
childhood in intact families. In Central-Eastern, I expect there to be a larger share of
non-intact family trajectories which will consist of both children born to lone mothers
and children of divorce. In Northern Europe I expect that trajectories driven by lone-
mother births will be rare, but that there will be a sizable share of children who ex-
perience divorce and stepfamily formation. Similar patterns are expected for Western
Europe, perhaps with a smaller degree of stepfamilies and a somewhat larger degree
of lone-mother births compared to Northern Europe. As for the second research ques-
tion, I expect that the proportion of children with intact family histories will increase
with increasing education. In particular, I expect that the incidence of non-intact fam-
ilies driven by birth to lone mothers will decrease with education.

Data and Methods

Analytical strategy

As has been outlined, the family structure of children may exhibit many different
patterns and if we want to fully understand this complexity, we need to study how
these patterns play out over time. One fruitful analytic method that has been used
within the life course literature is sequence analysis (for an overview see Liao et al.,
2022). The foundation of sequence analysis lies in describing temporal processes as a
series of states and state changes over discrete time units (such as months or years). It
thereby provides a format for describing individual life course trajectories.

We can expect that the structures that children experience are a finite yet potentially
complex mix of the three family states living with original parents, living with a
single mother and living in a stepfamily. We can expect two main different structural
pathways, the first is for children born into a union and the second for children born
to a single mother. Following this initial family constellation, children born into a
union may experience parental separation and eventually stepfamily formation. Chil-
dren born to a lone parent can experience stepfamily formation without any inter-
mediate family state. Following the first stepfamily, children may also experience
multiple parental dissolutions and new stepfamilies. Since this can yield a multitude
of family structures over time, we need a way to reduce this complexity to a compre-
hensible form. One way of capturing these structural changes and finding the most
common patterns is through cluster analysis. Cluster analysis is a data-centric ap-
proach that deviates from traditional statistical methodologies in two main ways: 1)
the units of analysis and 2) data assumptions (Aisenbrey and Fasang, 2010). Tradi-
tional statistical models usually study probabilities of events or degrees of change
whereas sequence and cluster analysis studies patterns of time.
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Cluster analysis is a suitable method for answering my research questions for several
reasons. Firstly, it allows us to distill children’s family structure experiences into a
discrete set of typical structure groups. Thus, we see what the most typical family life
courses look like, taking both time and cross-sectional family status into account. It
is also possible to perform this without any prior notions about what family structures
to study. This means that the groups found will reflect the data in an unbiased fash-
ion, without any influence of normative ideas about what family structures to look
for. Secondly, it creates a classification that can be used for all countries of study.
Clustering at the full study population level means that we can compare how com-
mon certain life courses are between countries and regions in a standardized way.
Finally, it has been shown that clustering sequences give consistent results in classi-
fying life course trajectories and that it is particularly suitable for comparing groups
(Barban and Billari, 2012).

The first step in the analysis consists of defining family states and generating indi-
vidual family sequences. As the data does not track both original parents of a child, I
will only follow the mother’s partnership trajectory with the assumption that children
are residing at least part-time with their mother during their childhood. This is an as-
sumption I have to make as the data does not contain information if the child resides
with the responding parent. Thus, joint physical custody and father-only households
are not taken into account, and the family structure on the father’s side is not meas-
ured. This will probably make the measures of family complexity biased downwards.
A positive note is that it will avoid the problem that men tend to underreport their
number of children in retrospective surveys (Juby and Bourdais, 1999). So although
an analysis solely on the mother’s side is a limitation, we can proceed as long as we
keep that limitation in mind. Having constructed the parental structure sequence, I
compute sequence dissimilarities and generate clusters for the full study population.
The final number of clusters is selected using both cluster quality criteria and the sub-
stantive significance of the cluster division.

The problems of the validity of clustering typologies have been recognized for a long
time, and methods for ameliorating this deficit have been developed within the bioin-
formatics literature (for an overview see Luxburg, 2010), few sequence analysis stud-
ies within the social sciences have taken this issue to heart. To improve the validity
of the typology, I will use a parametric bootstrap technique proposed by Hennig and
Lin (2015) and implemented for sequence data by Studer (2021a) to aid with the se-
lection of the final clusters.

Once the family typology is in place, I will show the proportion of the different fam-
ily types for each country and region in the study, thus describing how children’s
family structure vary across Europe. This will also be broken down further by the
mother’s educational level.
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Data

The data used in this study comes from the birth and union histories in the Harmon-
ized Histories data set (Perelli-Harris et al., 2010a). This data set is compiled from a
set of national surveys, primarily the Generations and Gender Survey, but also with
other nationally representative surveys on partnerships and childbearing. The data is
based on individual retrospective reports on partnership and childbearing histories.
The information on children is based on biological children so I do not analyze adop-
tees in this thesis. I also use information on the highest achieved education, represen-
ted as a 3-level scale which has been constructed from ISCED 1997. The levels are
primary (ISCED 0-2), secondary (ISCED 3-4), and tertiary education (ISCED 5-6).
Education is measured at the time of the interview, and not at the time of first birth.
This is a drawback but not a major issue as it can be expected that most mothers have
attained their highest level of education before their first birth.

The surveys were conducted differently in different countries. Generally, they were
conducted through interviews (Fokkema et al., 2016), but self-filled web question-
naires were also used (Instituto Nacional de Estadística, 2019). Different sampling
procedures were also used and more detailed information can be found in Fokkema
et al. (2016) and Perelli-Harris et al. (2010a). Response rates are available for most
surveys and are presented below.

I include 16 countries in my analysis, and together they cover all of the five European
regions that I analyze. From Northern Europe I include Norway and Sweden, from
Western Europe I include Austria, Belgium, France, and the Netherlands, from South-
ern Europe I include Spain and Italy, from Central-Eastern Europe I include Belarus,
Czech Republic, Estonia, Hungary, Lithuania, and Poland and finally, South-Eastern
Europe is represented by Bulgaria and Romania.

In cleaning the data I removed all men, childless women, respondents with missing
birth information as well the respondents where there was missing or contradictory
information on the time of union start or dissolution. To be able to analyze the tra-
jectories from the children’s lived experience I reshape the data so that each child
becomes a unit of observation rather than the mother. At the start, I have 171,249
children. I remove children with missing birth months or where the birth is reported
to have occurred before the mother is born. As I want to track children’s experiences
until the age 15, I remove those in the sample who have not turned 15 at the time of
the interview as well as those who left home or died before their 15th birthday. As I
am interested in family changes after the advent of the Second Demographic Trans-
ition, I only keep those children born after 1980. In total 46,572 children, to 29,473
mothers, remained in the sample.

In Table 1 I show basic information about the study population. For all countries in
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the study children born between 1980 and 1988 are included. In some countries such
as Belgium, Netherlands, Poland, Spain, and Sweden there are also children born
well into the 1990s and the early 2000s. Each country, except Austria, is well repres-
ented with over 1,000 children. Belarus, Norway, Poland, and Spain all have over
3,300 children included. That over 12,000 of the 46,572 respondents come from the
Catholic countries Poland and Spain, might bias the analysis towards favoring clus-
tering solutions that work well for these particular family contexts. Which is a dis-
cussion I will return to later. Apart from this, there is a well-balanced sample with
good representation from all European regions and enough respondents to perform
subgroup analyses.

Weights were not used in the analyses for two major reasons. The first is that not all
countries included weights in the dataset (such as Poland and Czech Republic) and
the second is that my limited computational resources did not allow for the inclusion
of weights in the cluster analysis.

Sequence generation

For each child, a family history was constructed on the maternal side, which is com-
posed of the mother’s partner’s history during the child’s first 15 years of life. To
construct this history, a STate-Sequence format (STS, Gabadinho et al., 2011) is used.
This means that for each time point of the child’s life, a column is generated which is
filled with values describing the mother’s union status. The process time for analysis
is from birth until turning 15, with quarterly precision. In STS format this is represen-
ted by 60 consecutive states, each capturing three months.

Firstly, union spells were constructed. As there is no information on who is the father
of the child if a mother was partnered at the time of birth, that partner was assumed
to be the other main parent. Then for each quarter, the representative state was coded
as either Single, Original parents or Step depending on the mother’s partner status
in the first month of each quarter. The state is coded as Single if the mother is not in
a union during the first month of the quarter. It is coded as Original parents if the
mother is still in a relationship with the same partner as at the time of birth. Finally, a
state is coded as Step if the mother is with a different partner than at the time of birth.
All consecutive partners are assumed to be new, i.e. no re-partnering with a former
partner is assumed to occur. I do not distinguish between opposite-sex and same-sex
partnerships, and the original parents are not necessarily the same as the biological
parents but simply constitute the partnership that the child is born into. Formally, the
maternal union sequence can be described as the vector S where

S = (𝑠1, 𝑠2, 𝑠3, ⋯ , 𝑠60)|𝑠𝑖 ∈ {Original parents, Single, Step} (1)
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Table 1: Descriptive information on survey years, response rates, cohorts included,
and number of children from each country. SFS 2006, Belarus GGS and Hungary
GGS have missing information on response rates.

Country Survey Survey years Response rate Child cohorts N. children

Northern
Norway GGS wave1 2007 - 2008 60.2% 1980 - 1993 3,166
Sweden GGS wave 1 2012 - 2013 54.7% 1980 - 1998 2,828

Western
Austria GGS wave1 2008 - 2009 61.3% 1980 - 1994 942
Belgium GGS wave1 2008 - 2010 41.8% 1980 - 1995 1,427
France GGS wave1 2005 - 2005 65.2% 1980 - 1990 1,706
Netherlands FFS 2003 - 2003 44.6% 1980 - 1988 1,490
Netherlands OG 2013 2013 - 2013 57% 1980 - 1998 2,840

Southern
Italy GGS wave1 2003 - 2003 19.1% 1980 - 1988 1,237
Spain SFS 2006 2006 - 2006 1980 - 1991 2,853
Spain SFS 2018 2018 - 2018 54.4% 1980 - 2003 6,168

Central-Eastern
Belarus GGS wave 1 2017 - 2017 1980 - 2002 3,453
Czech Republic GGS wave 1 2005 - 2005 49.1% 1980 - 1990 1,504
Estonia GGS wave1 2004 - 2005 70.2% 1980 - 1990 2,076
Hungary GGS wave1 2004 - 2005 1980 - 1990 2,130
Lithuania GGS wave1 2006 - 2006 35.6% 1980 - 1991 1,825
Poland GGS wave1 2010 - 2011 33.3% 1980 - 1996 6,243

South-Eastern
Bulgaria GGS wave1 2004 - 2004 74.8% 1980 - 1989 2,433
Romania GGS wave1 2005 - 2005 83.9% 1980 - 1990 2,251

Total
2003 - 2018 1980 - 2003 46,572

1 GGS = Generations and Gender Survey
2 FFS = Family and Fertility Survey
3 SFS = Spanish Fertility Survey
4 OG = Onderzoek Gezinsvorming

18



An example sequence of a child’s first two years of life, where the mother is first
partnered for 12 months (four quarters), then single for 6 (two quarters), and finally
re-partnered for 6 months (two quarters) is visible in Table 2.

Table 2: Two-year union state sequence example

1 2 3 4 5 6 7 8
OP OP OP OP Si Si St St

Analysis

Having constructed the maternal union sequence, I calculate a dissimilarity matrix
using a Dynamic Hamming Distance algorithm. A benefit of this approach is that it
increases the sensitivity to sequence timing (Lesnard, 2010), which we know is im-
portant from the life course literature. The substitution costs are derived from the
transition rates in the data and thus reflect transition probabilities in this particular
sample. This is the most data-centric approach possible for defining substitution costs
and also reduces potential researcher biases, with the drawback of potentially redu-
cing the external validity of the final clustering solution.

This dissimilarity matrix is used to cluster the sequences, which is done using Ward’s
method (Ward, 1963). Being an agglomerative method, it starts with 𝑘 number of
clusters where each observation in the sample is its own cluster, 𝑘 = 𝑁 in the first
step. The algorithm then progressively merges clusters until there is only one cluster
containing all 𝑁 observations. Larger clusters are formed in steps by iteratively mer-
ging the two clusters that yield the smallest within-cluster sum-of-squares, measured
as the sum of the squared Euclidean distances between each sequence in the cluster
and the centroid sequence. Given that this clustering method produces solutions
between 1 and 𝑁 clusters, a choice regarding the final number of clusters needs to
be made. This choice will be based on sociological relevance and cluster quality in-
dices.

In choosing the number of clusters, it is of interest to maximize internal cluster homo-
geneity as well as between-cluster differences, and a common measure of this propri-
ety is the Average Silhouette Width, introduced by Kaufman and Rousseeuw (1990).
This measure produces a value between −1 and 1, where a larger value indicates a
stronger structure. I also use Hubert’s C, which captures the discrepancy between
the partition obtained and the theoretically best partition, given the particular num-
ber of clusters and their distances (Hubert and Levin, 1976). Hubert’s C is defined
in the range [0, 1] and a smaller value indicates a better partitioning. The issue with
assessing cluster quality is that, unlike in traditional statistical modeling, there is no
null model to compare the results with. So, even though Kaufman and Rousseeuw
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(1990) proposes an interpretation of the Average Silhouette Width measure, it cannot
be generalized to all cluster applications.

A potential solution is to use parametric bootstrapping to generate null-model like dis-
tributions, cluster them, calculate a cluster quality index, and compare it to the quality
index value of the clusters from the actual data (Hennig and Lin, 2015). This has re-
cently been applied to sequence analysis (Studer, 2021a) and to my knowledge, this
study will be one of the first to apply this technique. In practice, I generate a data set
of 50 sequence sets that are similar but non-clustered using a combination of both
sequencing and timing parameters (for the detail of the process see Studer, 2021a).
Then the Average Silhouette Width and Hubert’s C are calculated for each cluster
solution ranging from 2 to 10 clusters for each of the 50 bootstraps. This produces
a confidence interval for each of the quality measures for each 𝑘 grouping. This
provides a baseline measure of the quality indices for data that is not clustered. If the
index values of the cluster solutions for the actual data fall out of this bootstrapped
range, it is a strong indicator that the particular clustering solution represents a “true”
cluster and not just an artifact of the clustering process. However, that a cluster is
true from a purely data-centric view, does not mean that it holds any form of social
significance. Therefore, apart from using cluster quality indices, I will also look at
the theoretical basis of the best-performing cluster solutions when selecting the num-
ber of clusters to use. Further, I only consider 2 to 10 clusters as a larger number
of clusters would be unwieldy in terms of discussing the number of groups, and the
number of members in the smaller clusters would be too few to carry out any form of
description on the country level. I provide a visual summary of the sequence clusters
by an index plot for each cluster.

In the next step, I describe the proportions of children who belong to each cluster,
on a country and regional level. This allows us to detect similarities and differences
between European countries as it relates to children’s family experiences. In the final
step, I also relate parental union histories to the mother’s educational level to see if
there are also patterns stratified by socioeconomic status and if these are similar or
different between countries.

The analysis is performed in R and relies on the packages TraMineR andWeighted-
Cluster (Studer, 2021b) for the sequence and cluster analysis. Sequence visualiza-
tions are made using ggseqplot (Raab, 2022.)

Ethical considerations

The Harmonized Histories data set is de-identified to protect the personal integrity
of the study participants and all analysis presented are as aggregated results. To get
access to the data I have signed a pledge of confidentiality, pledging not the share the
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data and only perform analysis related to the approved project. The data collection
has been approved in each country and has been done under the oversight of the GGP
Ethics Board and its Data Protection Office. I do not deal with any directly sensitive
personal data such as ethnicity, political opinions, or union membership. Thus, this
paper has a small to no likelihood of harming survey participants in any way. On the
other hand, we can not expect there to be any direct benefits to the survey participants
either. The indirect benefits, which are shared with the rest of the European popula-
tion, may come from an increased understanding of children’s family structures and
how they relate to both country of residence and socioeconomic status. In the long
term, this research may contribute a small piece of understanding of what drives chil-
dren’s family conditions, which is a first step to improving them.

While I do not analyze any sensitive personal data, I think it is important to acknow-
ledge that my research subject may be sensitive in certain contexts. Blended families,
stepfamilies, and single mothers are still stigmatized across Europe and the question
of family relations, both in terms of norms, values, and legal protection is a debated
political topic. As such, I avoid making normative claims surrounding particular fam-
ily configurations and try to remain objective and close to the data when describing
family trajectories, especially in light of mothers’ socioeconomic backgrounds.

In order the improve both the transparency and reproducibility of my research all
code for generating the results, as well as the thesis, is available as a replication pack-
age on GitHub .1 Anyone wishing the reproduce this research will have to apply for
the Harmononized History dataset and then it will be possible to re-run my exact ana-
lyses using the replication package. I have used version control for both the code and
the writing of the thesis, allowing anyone interested to scrutinize the research process
in great detail and with full transparency.

Results
I will discuss the results in three parts. Firstly, I will describe the results of the cluster
diagnostic tests to determine the optimal number of groups to select from the cluster
analysis. Secondly, I will describe the groups selected and how they are related to
family demographic processes. Finally, I will show how common these childhood
family structure groups are across European countries and regions. I will highlight
both between and within regional differences as well as show the relation with mater-
nal educational level.

1https://github.com/addegezon/family_complexity_in_childhood
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Cluster diagnostics

To select the appropriate number of groups from the cluster solutions, we look at
the diagnostics of the cluster bootstrap model for the Average Sillhoute Width and
Hubert’s C. When using Average Sillhoute Width as a quality indicator we want a
value that is as high as possible and with Hubert’s C we want as low a value as pos-
sible. The results from the cluster diagnostic bootstrap are presented in Figure 1. The
blue shaded area represents the 95 confidence intervals of the standardized Average
Sillhoute Width and Hubert’s C bootstrap. This represents the value of the cluster
quality indices in the null model. The green line is the highest (for the Average Sill-
houte Width) and lowest (for Hubert’s C) value of this bootstraped null model. The
navy blue line shows the index values for different numbers of clusters. As none of
the purple points cross the bootstrapped values, all cluster solutions can be argued
to represent an actual cluster. So to determine the number of groups to choose, we
simply need to look at the index values.

Figure 1: Standardized Average Silhouette Width and Hubert’s C for actual and
bootstrapped data

We see that the top scoring solution for the Average Sillhoute Width is the 6-cluster
solution, and Hubert’s C the solutions are progressively getting better for each
number of clusters above 5. Given that the Average Silhouette Width suggests the
6-cluster solution and that this gives a solution with a fair amount of children in
each cluster, I choose to use the 6-cluster solution in my analysis. Working with six
clusters still allows us to uncover heterogeneity in the complex family trajectories
while still getting enough power to perform subgroup analyses. As for the nearby
cluster solutions, I discarded the 5 cluster solution as it grouped two clusters which
were differentiated by timing in the 6 cluster solution, thus losing vital information.
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The 7-cluster solution was discarded as three of the clusters became too small to
perform subgroup analyses.

Final clusters

The 6-cluster solution is visualized in Figure 2. This is a sequence index plot that
shows the unique sequences in each cluster. Each horizontal line represents a unique
family trajectory as it changes over time. The labels of the clusters are my qualitative
classifications of the information displayed in the index plots. These clusters are the
groups that best represent the childhood family structures in the data. Together, they
form a classification of the most common and internally valid experiences of fam-
ily structure in childhood. In a sense, they show the six most typical life courses of
European children,

Figure 2: Sequence index plot of the 6-cluster solution. The horizontal axis rep-
resents time, spanning the entire childhood, and each line is an individual family
structure. Each shows different distributions of the states OP (Original Parents),
Single (living with a single mother), and Step (living with mother and stepfather).
The percentages in parentheses show the proportion of all European children who are
classified as belonging to the cluster.

A first thing to note is that the Intact original family cluster is by far the largest one,
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with around 83% of children in the full sample belonging to this cluster. On the op-
posite end of the spectrum, we have the “Later stepfamily” cluster, which contains
1.4% of children. Before showing the distribution of these clusters by country, I
would like to spend some time discussing each cluster and what information we can
derive from these visualizations.

Starting with the Intact original family cluster, we see that not all individuals live in
an intact original family throughout childhood. A fair proportion (7.2%) of children
experience parental separation at some point, but all of them experience it after the
age of 9. Thus this group consists of children who spend their entire childhood with
their original parents, with a small number experiencing parental separation at the
end of childhood.

The cluster Original family to stepfamily is composed of children who are all born
into a parental union and spend at least some time in it before their parents divorce
and eventually end up in a stepfamily. In the index plot, we can see that most chil-
dren spend quite a short time with a single mother before she re-partners. We also
see that a few children end up living with a single mother again towards the end of
the observed period. So also this cluster contains some heterogeneity, but generally
consists of children born into a union and then experiencing a parental separation
between the ages 3 and 10, and a maternal re-partnering between the ages 4 and 12
depending on the time of separation.

In the third plot, Separation, we observe a group of children who all are born into a
parental union and experience a parental separation between the ages 6 and 9. A few
experience stepfamily formation but most remain with a single mother throughout the
rest of childhood. Here we can note that there is no “late separation” cluster, these
few have instead been classified with the Intact original family group.

The cluster Single mother consists of children who spend the large majority of their
childhood with a single mother. Around half of the children in this group are born
into a union but experience parental separation early in their lives. So although this
group contains children who move between family states, the general experience
throughout childhood is living with a single mother. The fifth category, Early step-
family, seems to contain some heterogeneity within the cluster where we see two
common forms of family trajectories. The dominant one, which I have named the
cluster after, consists of children being born to a single mother and who then enter
a stepfamily before the age of 10. There is also a small group who are born into a
union but experience a divorce shortly afterward. The sixth category Later stepfam-
ily also contains these two types of trajectories, but here stepfamily formation occurs
later in childhood.

24



Table 3: The percentage of children classified according to each family type by
European country grouped by region.

Country Intact original
family

Original family
to stepfamily

Separation Single mother Early
stepfamily

Later
stepfamily

Northern
Norway 80.07 4.67 3.00 6.19 3.44 2.62
Sweden 77.97 7.53 4.46 6.22 2.40 1.41
Total 79.08 6.02 3.69 6.21 2.95 2.05

Western
Austria 71.97 5.73 3.72 7.01 8.17 3.40
Belgium 78.84 3.99 4.20 10.23 1.33 1.40
France 78.78 4.57 4.34 8.50 2.34 1.47
Netherlands 87.92 2.47 2.61 5.03 1.11 0.85
Total 82.74 3.52 3.36 6.84 2.19 1.36

Southern
Italy 90.54 0.40 2.99 3.40 2.18 0.49
Spain 85.05 1.43 2.06 6.21 3.38 1.87
Total 85.71 1.31 2.17 5.87 3.24 1.71

Central-Eastern
Belarus 76.31 2.37 4.29 11.38 3.79 1.85
Czech Republic 75.00 2.93 4.39 11.30 4.52 1.86
Estonia 74.66 6.26 5.49 7.90 4.34 1.35
Hungary 84.08 2.86 3.33 5.68 2.58 1.46
Lithuania 76.11 2.30 5.64 11.62 3.56 0.77
Poland 86.99 1.41 2.59 6.31 1.76 0.93
Total 80.81 2.59 3.85 8.44 3.01 1.29

South-Eastern
Bulgaria 88.74 1.52 2.10 5.34 1.48 0.82
Romania 89.60 1.82 2.40 3.91 1.60 0.67
Total 89.15 1.67 2.24 4.65 1.54 0.75

Total
82.85 2.83 3.21 6.92 2.76 1.44

Regional distribution

In Table 3 we see the percentages of children belonging to each cluster by European
country. This table will mainly be used as a reference for the upcoming results, but I
will spend some time discussing the group Intact original family before moving on to
visualize the distribution of the other groups.

First off, there seems to be a North-South divide in the probability of children exper-
iencing an Intact original family. In Northern and Western Europe, the average is
around 77-80% for Norway, Sweden, Belgium, and France. Austria has a lower pro-
portion of around 72% and the Netherlands has a much higher proportion of children
in this cluster (88%). If we contrast this to Southern Europe, we see that the averages
are 91% for Italy and 85% for Spain. The same divide can be seen among the Eastern
countries where all Central-Eastern countries except for Poland and Hungary have a
proportion lower than 80% in this group while the South-Eastern proportion is closer
to 90%. In general, this is the same pattern found in Table A-31 in Andersson et al.
(2017), where the proportion belonging to the group Intact original family is similar
to the cumulative percent ever out of union at age 15. Although the regional patterns
are similar the levels differ, which I will return to in the discussion. From this table it
is hard to discover general regional patterns for the other cluster so to discover them,
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I show the regional mean percentages in Figure 3.

Figure 3: Percentage of children belonging to each cluster, by region. Note that the
x-axis scales between plots differ.

Looking at the non-intact clusters, we also see a consistent North/South divide in the
likelihood of children belonging to each cluster. South-Eastern Europe has a lower
percentage of children for all other clusters than Intact original family. Southern
Europe also has a lower percentage of children in the groups Original family to step-
family, Separation and Single mother than Northern, Western, and Central-Eastern
Europe. In contrast to the North-South divide, Southern European children also have
a relatively high likelihood of being in the Later stepfamily group, and the highest
likelihood of belonging to the group Early stepfamily. This pattern reflects that out
of those children born to a single mother, Southern European children tend to exper-
ience a maternal re-partnering at some point to a higher degree than children from
Western, Northern, and Central-Eastern Europe.

Central-Eastern children are less likely than Western and Northern European chil-
dren to experience stepfamily formation after being born to a union (Original family
to stepfamily), but the most likely to experience parental separation without enter-
ing into a stepfamily (Separation). In the single mother-driven groups, they are the
most likely to be born to and spend their childhood with a single mother, but entering
a stepfamily after a single-mother birth is about as common as the European aver-
age see Table 3. Just as with the Intact original family group, there is much diversity
within this region. Once again, Estonia stands out with 6.3% of children belonging
to the Original family to stepfamily group, which is on par with the Nordic countries
and is more than twice as common as the Central-Eastern average at 2.6%. We can
also see that among children from Belarus, Czech Republic, and Lithuania, over 11%
of children belong to the Single mother group, which is almost twice as common as
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the European average.

Children in Northern countries are prone to end up in stepfamilies compared to the
other regions. This is regardless of union status at birth but it is particularly pro-
nounced for those born into a union. Northern children are more than twice as likely
as the average Western European child to belong to the Original family to stepfamily
group (and almost 5 times as likely compared to Southern European children).

Finally, children from Western countries, generally follow the same pattern as
the Northern countries but to a lesser degree. The only exception is that being in
the Early- or Late stepfamily groups is less common in Western Europe than the
European average. As for the within-regional difference visible in Table 3, we
see that children from the Netherlands are less likely to appear in any of the other
groups than Intact original family as compared to the regional average. We also
see that single-mother driven structures are very common in Austria, where 18.6%
of Austrian children belong to either the Single mother, Early stepfamily or Late
stepfamily group.

Educational associations

As outlined in the theory section, these patterns may shift once we take the mother’s
socioeconomic status into account and therefore I also present the cluster distribu-
tions by maternal educational level. In Figure 4 this is visualized as separate dot
charts for each cluster. I show the proportion of children who belong to each cluster,
by region and maternal level of education. This illustrates which maternal educa-
tional levels are most predictive of group membership for each region. We can also
see, with some caution, that the further the educational levels lay from each other, the
greater the stratification by education is for the particular cluster. The exact country
proportions can be found in Table A1 in the Appendix.

Starting with the Intact original family group, we see that this group is overrepresen-
ted among children whose mothers have tertiary education across all regions. Moth-
ers with primary education are the least likely to have children in this group, except
Southern Europe where being in an Intact original family is the least common among
children to mothers with secondary education. We can also see that the stratification
by level of education varies between countries. Tertiary and primary education are
relatively strongly stratified in Northern Europe, less so in Western, Southern, and
Central-Eastern Europe. Part of this could be explained by selection, as there are few
in the Northern European countries with only primary education. In South-Eastern
Europe we see very little educational stratification in this group.

For the other two family structures that originate with a union at birth, we see partly
different patterns. Except in Southern Europe, children of mothers with tertiary edu-
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Figure 4: Proportion of children in each cluster, grouped by region and maternal
level of education. Note that the x-axis scales between plots differ.
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cation are the least likely to be in the Original family to stepfamily group and the
most likely to be in the Separation group. This shows that children of tertiary edu-
cated mothers are relatively more likely (compared to children of less educated moth-
ers) to remain with a single parent rather than to experience re-marriage. For chil-
dren to mothers of the other two educational groups, the findings are not as consistent
across countries. Taken together with the result that children to primary educated
mothers are generally underrepresented in the Separation cluster, it further points to
that it is children to mothers with lower rather than higher education that experience
stepfamily formation after union dissolution. Children to secondary educated mothers
generally lay between children to primary and tertiary educated mothers in their like-
lihood of belonging to either the Original family to stepfamily or Separation group.
The exception is in Southern Europe where children of mothers with secondary edu-
cation are the most likely to belong to the Separation group.

Finally, we turn to the three clusters that start with a lone mother. As with the Intact
original family group, we see different degrees of educational stratification across re-
gions. There is a very weak to no stratification in the Eastern European regions for
the group Single mother but somewhat for the three other regions. For Northern and
Western Europe children with primary educated mothers are most likely to belong to
this group, and for Southern Europe, the same is true for children of secondary edu-
cated mothers. Looking at the two clusters that involve a partnership after being born
to a lone mother we see strong education gradients for most regions. Generally, chil-
dren to mothers with primary education are overrepresented and children to mothers
with tertiary education are underrepresented. Children to mothers with secondary
education fall somewhere in between. This association is especially strong for the
Northern European countries. The only region where this pattern is very different
is within South-Eastern Europe. There we see that children with primary educated
mothers are strongly overrepresented in the Early stepfamily group while we see no
clear difference between maternal education and belonging to the Later stepfamily
group. This points to that education is related to differences in timing in partnering
after a lone birth in Southern Europe.

Discussion
In this thesis, I set out to describe the most common family structure types experi-
enced by European children and how they vary according to European region and
maternal level of education. I found six major family patterns for children: Intact
original family, Original family to stepfamily, Separation, Single mother, Early step-
family, and Late stepfamily. The first three patterns are characterized by being born
into a parental union and then diverging based on whether the original parents separ-

29



ate, and further by stepfamily formation. The latter three patterns are characterized by
being born to a lone mother, and then they diverge based on the timing of maternal
partnering. None of the clusters are dominated by children who experience multiple
parental separations or multiple stepfamilies, although such patterns are visible in Fig-
ure 2. This means that those more complex trajectories were not yet common enough
to be detected and singled out by the clustering algorithm at the time of study. It also
means that most results can be compared with the results found by Andersson et al.
(2017), given that five of these six groups can be derived from the processes they
study. The exception is the group Later stepfamily, where maternal partnering gener-
ally occurs more than six years after birth which is a period not studied by Andersson
et al. (2017).

Concerning the regional variation in group composition, some results were in line
with my prior expectations. Both Southern and South-Eastern Europe had a high
share of children in the Intact original family group (86% and 89% respectively).
This was higher than the total European share which was 83%. Another expecta-
tion that was met was the children in Central-Eastern Europe had the highest risk
of belonging to any of the groups marked by birth to a single mother. I expected that
children in Northern and Western Europe would experience similar levels of divorce
and stepfamily formation which was partly found. Children from Northern and West-
ern Europe had a similar likelihood of being in the Separation cluster, but Northern
European children had a much higher likelihood of being in the Original family to
stepfamily cluster (6.0% versus 3.5% on average).

As for general similarities and differences, there is no clear-cut distinction between
Western and Eastern countries, echoing the results of Andersson (2002), but the res-
ults can partly be interpreted to reflect a North/South divide instead. This is most
pertinent in that Southern and South-Eastern countries have a high proportion of chil-
dren in intact families and few experience parental separation and stepfamily forma-
tion. This is in contrast to Northern, Western, and Central-Eastern Europe where par-
ental separation and stepfamily formation are more common. However, the groups
Single mother, Early stepfamily, and Later stepfamily, do not follow the North/South
pattern.

For most clusters and regions, there is a strong within-regional variation by mater-
nal level of education. In terms of experiencing separation, one important finding
which complements the findings of Kalmijn and Leopold (2021), is that although chil-
dren to tertiary educated mothers are generally the most likely to be in an Intact or-
ginal family, if they do experience parental separation they are more likely to remain
with a single mother than to enter a stepfamily. So although Kalmijn and Leopold
(2021) finds that the separation surge has been negligible for some children of highly
educated mothers we can now also expect that for these regions, children of tertiary
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educated mothers who experience parental separation are more likely to live with a
single mother than those children to primary or secondary educated mothers who are
more likely to end up in a stepfamily. This also points to the importance of incorpor-
ating the entire childhood life course in the analysis.

Regarding children’s risk of entering a stepfamily after divorce, I partly corroborate
previous research and partly provide new findings. I find the same patterns as Dahl-
berg (2018) in that for Northern, Western, and Central-Eastern Europe it is more com-
mon for children of mothers with lower education to experience stepfamily formation
after separation. These educational patterns are in contrast to Turunen (2011) who
finds no association between maternal education and the risk of entering a stepfam-
ily in Sweden. In a similar vein, Maslauskaitė and Baublytė (2015) found that there
was no effect of education on women’s chances of re-partnering in Central-Eastern
Europe. My results show that there is such a pattern for children, indicating that edu-
cation plays a different role for women who have children than for women in general.
I find that in Central-Eastern Europe, children of mothers with primary education are
more likely to end up in a stepfamily compared to children of mothers with tertiary
education.

Another finding that stands out, and warrants further analysis, is the educational pat-
tern in South-Eastern Europe among the single mother birth groups. In all other re-
gions, there is a clear educational gradient for the groups Early- and Later stepfamily
where both of these family structures are the most common to children of mothers
with primary education. However, in South-Eastern Europe the Early stepfamily
group follows this pattern while the Later stepfamily group shows no educational
stratification. This indicates that there is an association between the mother’s educa-
tional level and timing of partnering for lone mothers in South-Eastern Europe. The
analyses that I perform here are not enough to discover why this might be the case.

In sum, regional variations exist in children’s risk of experiencing different family
structures. Once we take maternal education into account we also see large variations
within regions, which highlights that there are socioeconomic gradients in the risk for
experiencing different family forms that children’s life courses are to some degree
stratified by their maternal socioeconomic status. However, it is not only that chil-
dren of mothers with higher education are more likely to experience an intact family
throughout childhood. Other family structures, which have been described as more
vulnerable positions, such as living part of the childhood with a separated mother are
more common among tertiary-educated mothers in some regions.
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Limitations

There are a set of limitations with this study which are important to keep in mind
when reading and interpreting results, as well as when designing further studies on
children’s family demography. The first limitation, which partly comes from the data
and partly from design choice, is the removal of the father’s partnership histories as
discussed in the method section. What is needed to ameliorate this is information on
where the child resides after divorce. However, it would also require a more complex
methodology as both parent’s partnership trajectories would have to be modeled in
tandem for each child.

Another set of limitations related to the data are the study period, overrepresentation
of certain countries as well and response rates. The study period, in which I track
children born between 1980 and 2003 with the bulk being born in the 1980’s and
early 1990’s is perhaps a bit too early to capture some changes in family demo-
graphic behaviors. At the same time, it captures an important time point when
changes were on the way but perhaps had not yet fully manifested in all countries
studied. In terms of overrepresentation of certain countries, this is primarily a
potential issue for the cluster analysis where countries with more children represented
will have a stronger weight in which clustering solutions are chosen. There is
no clear way to fix this issue as using survey weights would have introduced the
problem that larger countries would shape the clustering solution to a larger extent.
Another cross-country issue is the one of survey response rates. Some response rates
are relatively high around 70-85%, which is an indicator that the sample will be
nationally representative. Other response rates, such as Italy at 19.1% or Poland at
33.3%, are very low and thus the results from these countries need to be interpreted
with caution concerning their national validity. Further analyses could incorporate
weights to ameliorate this issue.

Finally, another limitation of this study is that I do not capture the entire family con-
text of the children that I study. Apart from the parental structure, siblings are also an
important component of family life. In particular in relation to changing parental dy-
namics, where we can expect changes in half- and stepsibling composition occurring
during the period that I study.

Conclusion
In conclusion, this thesis represents a contribution to the field of childhood family dy-
namics. Few studies have compared and analyzed European children’s family struc-
ture with a longitudinal perspective. I contribute to this research by employing se-
quence analysis, a previously unused methodology in comparative childhood family
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structure research. Further contributions come from taking both geography and edu-
cation into account.

One of the key results is the emergence of a North/South divide in children’s
propensity to experience particular family structures. This geographic pattern
highlights the importance of the regional context in which children are situated.
Additionally, I confirm the previously found association between maternal education
and childhood family structure. One such corroborated finding is that children of
highly educated mothers are less likely to experience parental separation. However,
a new observation is that in the cases where children of highly educated mothers
experience separation, they are more likely to remain with a single mother rather than
enter into a stepfamily. This illustrates the significance of following children across
multiple family transitions. The findings of this study invite further reflections on
the interplay between country context and socioeconomic factors in the shaping of
childhood family structure. It shows the need for incorporating the entire life course
of children for a more complete understanding of how family demographic changes
have played out for European children.

Acknowledgments
There are several people whose engagement with my work made this thesis possible.
Firstly, I would like to thank my supervisor Martin Kolk for his insightful comments,
detailed knowledge, and insistence on clarity of writing. Secondly, a big thank you to
all the participants at the LNU-seminar, where I presented an early draft of this work,
who discussed and provided comments. Thirdly, I would like to thank both Wiewen
Lai and Gunnar Andersson for an interesting discussion and valuable feedback at my
thesis seminar. Finally, thank you Ida for our discussions, your feedback, and your
neverending support throughout this process.

References
Aisenbrey, S., Fasang, A.E., 2010. New Life for Old Ideas: The ”Second Wave” of

Sequence Analysis Bringing the ”Course” Back Into the Life Course. Sociolo-
gical Methods & Research 38, 420–462. https://doi.org/10.1177/004912410935
7532

Akerman, R., Statham, J., 2011. Childhood Bereavement: A rapid literature review.
Amato, P.R., James, S., 2010. Divorce in Europe and the United States: Commonalit-

ies and differences across nations. Family Science 1, 2–13. https://doi.org/10.108
0/19424620903381583

Andersson, G., 2002. Children’s experience of family disruption and family form-

33

https://doi.org/10.1177/0049124109357532
https://doi.org/10.1177/0049124109357532
https://webarchive.nationalarchives.gov.uk/ukgwa/20111121200543/https://www.education.gov.uk/publications/eOrderingDownload/Childhood%20bereavement%20literature%20review.pdf
https://doi.org/10.1080/19424620903381583
https://doi.org/10.1080/19424620903381583


ation: Evidence from 16 FFS countries. Demographic Research 7, 343–364.
https://doi.org/10.4054/DemRes.2002.7.7

Andersson, G., Thomson, E., Duntava, A., 2017. Life-table representations of family
dynamics in the 21st century. Demographic Research 37, 1081–1229. https://doi.
org/10.4054/DemRes.2017.37.35

Averdijk, M., Malti, T., Eisner, M., Ribeaud, D., 2012. Parental Separation and Child
Aggressive and Internalizing Behavior: An Event History Calendar Analysis.
Child Psychiatry & Human Development 43, 184–200. https://doi.org/10.100
7/s10578-011-0259-9

Bachman, H.J., Coley, R.L., Chase-Lansdale, P.L., 2009. Is Maternal Marriage Be-
neficial for Low-Income Adolescents? Applied Developmental Science 13, 153–
171. https://doi.org/10.1080/10888690903287633

Barban, N., Billari, F.C., 2012. Classifying life course trajectories: A comparison
of latent class and sequence analysis. Journal of the Royal Statistical Society:
Series C (Applied Statistics) 61, 765–784. https://doi.org/10.1111/j.1467-
9876.2012.01047.x

Billari, F.C., Philipov, D., Baizán, P., 2001. Leaving Home in Europe: The Exper-
ience of Cohorts Born Around 1960. International Journal of Population Geo-
graphy 7, 339–356. https://doi.org/10.1002/ijpg.231

Brockmann, H., 2013. Unhealthy Conditions? A Longitudinal Analysis of the Health
of Children in One- and Two-parent Households. Comparative Population Stud-
ies 38. https://doi.org/10.12765/CPoS-2013-16

Chambaz, C., 2001. Lone-parent Families in Europe: A Variety of Economic and
Social Circumstances. Social Policy & Administration 35, 658–671. https://doi.or
g/10.1111/1467-9515.00259

Dahlberg, J., 2018. Pathways to Family Complexity in Europe by Education. PAA.
Fokkema, T., Kveder, A., Hiekel, N., Emery, T., Liefbroer, A.C., 2016. Generations

and Gender Programme Wave 1 data collection: An overview and assessment
of sampling and fieldwork methods, weighting procedures, and cross-sectional
representativeness. Demographic Research 34, 499–524. https://doi.org/10.4054/
DemRes.2016.34.18

Fokkema, T., Liefbroer, A.C., 2008. Trends in living arrangements in Europe: Con-
vergence or divergence? Demographic Research 19, 1351–1418. https://doi.org/
10.4054/DemRes.2008.19.36

Fomby, P., Cherlin, A.J., 2007. Family Instability and Child Well-Being. American
Sociological Review 72, 181–204. https://doi.org/10.1177/000312240707200203

Fomby, P., Osborne, C., 2017. Family Instability, Multipartner Fertility, and Behavior
in Middle Childhood: Instability, Multipartner Fertility, and Behavior. Journal of
Marriage and Family 79, 75–93. https://doi.org/10.1111/jomf.12349

Gabadinho, A., Ritschard, G., Müller, N.S., Studer, M., 2011. Analyzing and Visu-

34

https://doi.org/10.4054/DemRes.2002.7.7
https://doi.org/10.4054/DemRes.2017.37.35
https://doi.org/10.4054/DemRes.2017.37.35
https://doi.org/10.1007/s10578-011-0259-9
https://doi.org/10.1007/s10578-011-0259-9
https://doi.org/10.1080/10888690903287633
https://doi.org/10.1111/j.1467-9876.2012.01047.x
https://doi.org/10.1111/j.1467-9876.2012.01047.x
https://doi.org/10.1002/ijpg.231
https://doi.org/10.12765/CPoS-2013-16
https://doi.org/10.1111/1467-9515.00259
https://doi.org/10.1111/1467-9515.00259
https://paa.confex.com/paa/2018/meetingapp.cgi/Paper/21655
https://doi.org/10.4054/DemRes.2016.34.18
https://doi.org/10.4054/DemRes.2016.34.18
https://doi.org/10.4054/DemRes.2008.19.36
https://doi.org/10.4054/DemRes.2008.19.36
https://doi.org/10.1177/000312240707200203
https://doi.org/10.1111/jomf.12349


alizing State Sequences in r with TraMineR. Journal of Statistical Software 40.
https://doi.org/10.18637/jss.v040.i04

Gähler, M., Palmtag, E.-L., 2015. Parental Divorce, Psychological Well-Being and
Educational Attainment: Changed Experience, Unchanged Effect Among Swedes
Born 1892–1991. Social Indicators Research 123, 601–623. https://doi.org/10.1
007/s11205-014-0768-6

Gałęzewska, P., Perelli-Harris, B., Berrington, A., 2017. Cross-national differences in
women’s repartnering behaviour in Europe: The role of individual demographic
characteristics. Demographic Research 37, 189–228.

Hadfield, K., Amos, M., Ungar, M., Gosselin, J., Ganong, L., 2018. Do Changes to
Family Structure Affect Child and Family Outcomes? A Systematic Review of
the Instability Hypothesis: Review of the Instability Hypothesis. Journal of Fam-
ily Theory & Review 10, 87–110. https://doi.org/10.1111/jftr.12243

Härkönen, J., 2014. Divorce: Trends, Patterns, Causes and Consequences, in: The
Wiley Blackwell Companion to the Sociology of Families. John Wiley & Sons,
Ltd, pp. 303–322. https://doi.org/10.1002/9781118374085.ch15

Havermans, N., Botterman, S., Matthijs, K., 2014. Family resources as mediators
in the relation between divorce and children’s school engagement. The Social
Science Journal 51, 564–579. https://doi.org/10.1016/j.soscij.2014.04.001

Hennig, C., Lin, C.-J., 2015. Flexible parametric bootstrap for testing homogeneity
against clustering and assessing the number of clusters. Statistics and Computing
25, 821–833. https://doi.org/10.1007/s11222-015-9566-5

Hiyoshi, A., Berg, L., Grotta, A., Almquist, Y., Rostila, M., 2021. Parental death in
childhood and pathways to increased mortality across the life course in Stock-
holm, Sweden: A cohort study. PLOS Medicine 18, e1003549. https://doi.org/10
.1371/journal.pmed.1003549

Hubert, L.J., Levin, J.R., 1976. A general statistical framework for assessing cat-
egorical clustering in free recall. Psychological Bulletin 83, 1072–1080. https:
//doi.org/10.1037/0033-2909.83.6.1072

Instituto Nacional de Estadística, 2019. Fertility Survey 2018 Methodology.
Jalovaara, M., Andersson, G., 2018. Disparities in Children’s Family Experiences by

Mother’s Socioeconomic Status: The Case of Finland. Population Research and
Policy Review 37, 751–768. https://doi.org/10.1007/s11113-018-9485-1

Johnston, C.A., Crosnoe, R., Mernitz, S.E., Pollitt, A.M., 2020. Two Meth-
ods for Studying the Developmental Significance of Family Structure
Trajectories. Journal of Marriage and Family 82, 1110–1123. h t t p s :
//doi.org/10.1111/jomf.12639

Jones, C., Jadva, V., Zadeh, S., Golombok, S., 2023. Single fathers’ experiences
of using egg donation and surrogacy to start a family. Human Reproduction 38,
1981–1990. https://doi.org/10.1093/humrep/dead152

35

https://doi.org/10.18637/jss.v040.i04
https://doi.org/10.1007/s11205-014-0768-6
https://doi.org/10.1007/s11205-014-0768-6
https://www.jstor.org/stable/26332195
https://www.jstor.org/stable/26332195
https://www.jstor.org/stable/26332195
https://doi.org/10.1111/jftr.12243
https://doi.org/10.1002/9781118374085.ch15
https://doi.org/10.1016/j.soscij.2014.04.001
https://doi.org/10.1007/s11222-015-9566-5
https://doi.org/10.1371/journal.pmed.1003549
https://doi.org/10.1371/journal.pmed.1003549
https://doi.org/10.1037/0033-2909.83.6.1072
https://doi.org/10.1037/0033-2909.83.6.1072
https://www.ine.es/en/metodologia/t20/fecundidad2018_meto_en.pdf
https://doi.org/10.1007/s11113-018-9485-1
https://doi.org/10.1111/jomf.12639
https://doi.org/10.1111/jomf.12639
https://doi.org/10.1093/humrep/dead152


Juby, H., Bourdais, C.L., 1999. Where Have All The Children Gone? Comparing
Mothers’ and Fathers’ Declarations in Retrospective Surveys. Canadian Studies
in Population [ARCHIVES] 1–20. https://doi.org/10.25336/P6160C

Kalmijn, M., 2007. Explaining cross-national differences in marriage, cohabitation,
and divorce in Europe, 1990-2000. Population Studies 61, 243–263. https://doi.or
g/10.1080/00324720701571806

Kalmijn, M., Ivanova, K., Gaalen, R. van, Leeuw, S.G. de, Houdt, K. van, Spijker,
F. van, Hornstra, M., 2018. A Multi-Actor Study of Adult Children and Their
Parents in Complex Families: Design and Content of the OKiN Survey. European
Sociological Review 34, 452–470. https://doi.org/10.1093/esr/jcy016

Kalmijn, M., Leopold, T., 2021. A New Look at the Separation Surge in Europe:
Contrasting Adult and Child Perspectives. American Sociological Review 86,
1–34. https://doi.org/10.1177/0003122420973982

Kalmijn, M., Monden, C., 2010. Poverty and union formation among never-married
single mothers in the Netherlands, 1989–2005. Population Studies 64, 263–274.
https://doi.org/10.1080/00324728.2010.506244

Kaufman, L., Rousseeuw, P.J., 1990. Finding Groups in Data, 1st ed. John Wiley &
Sons, Ltd. https://doi.org/10.1002/9780470316801

Kennedy, S., Thomson, E., 2010. Children’s experiences of family disruption in
Sweden: Differentials by parent education over three decades. Demographic Re-
search 23, 479–507. https://doi.org/10.4054/DemRes.2010.23.17

Koops, J.C., Liefbroer, A.C., Gauthier, A.H., 2021. Socio-Economic Differences in
the Prevalence of Single Motherhood in North America and Europe. European
Journal of Population 37, 825–849. https://doi.org/10.1007/s10680-021-09591-3

Låftman, S., Fransson, E., Modin, B., Östberg, V., 2017. National data study showed
that adolescents living in poorer households and with one parent were more likely
to be bullied. Acta Paediatrica 106, 2048–2054. https://doi.org/10.1111/apa.1399
7

Lesnard, L., 2010. Setting Cost in Optimal Matching to Uncover Contemporaneous
Socio-Temporal Patterns. Sociological Methods & Research 38, 389–419. https:
//doi.org/10.1177/0049124110362526

Liao, T.F., Bolano, D., Brzinsky-Fay, C., Cornwell, B., Fasang, A.E., Helske, S., Pic-
carreta, R., Raab, M., Ritschard, G., Struffolino, E., Studer, M., 2022. Sequence
analysis: Its past, present, and future. Social Science Research 107, 102772. http
s://doi.org/10.1016/j.ssresearch.2022.102772

Luxburg, U. von, 2010. Clustering Stability: An Overview. Foundations and
Trends® in Machine Learning 2, 235–274. https://doi.org/10.1561/2200000008

Maslauskaitė, A., Baublytė, M., 2015. Gender and Re-partnering after Divorce in
Four Central European and Baltic Countries. Czech Sociological Review 51,
1023–1046. https://doi.org/10.13060/00380288.2015.51.6.227

36

https://doi.org/10.25336/P6160C
https://doi.org/10.1080/00324720701571806
https://doi.org/10.1080/00324720701571806
https://doi.org/10.1093/esr/jcy016
https://doi.org/10.1177/0003122420973982
https://doi.org/10.1080/00324728.2010.506244
https://doi.org/10.1002/9780470316801
https://doi.org/10.4054/DemRes.2010.23.17
https://doi.org/10.1007/s10680-021-09591-3
https://doi.org/10.1111/apa.13997
https://doi.org/10.1111/apa.13997
https://doi.org/10.1177/0049124110362526
https://doi.org/10.1177/0049124110362526
https://doi.org/10.1016/j.ssresearch.2022.102772
https://doi.org/10.1016/j.ssresearch.2022.102772
https://doi.org/10.1561/2200000008
https://doi.org/10.13060/00380288.2015.51.6.227


Mitchell, K.S., 2013. Pathways of children’s long-term living arrangements: A latent
class analysis. Social Science Research 42, 1284–1296. https://doi.org/10.1016/j.
ssresearch.2013.05.005

Ohlsson-Wijk, S., Turunen, J., Andersson, G., 2020. Family Forerunners? An Over-
view of Family Demographic Change in Sweden, in: International Handbook on
the Demography of Marriage and the Family. Springer International Publishing,
Cham, pp. 65–77. https://doi.org/10.1007/978-3-030-35079-6_5

Pearce, L.D., Hayward, G.M., Chassin, L., Curran, P.J., 2018. The Increasing Di-
versity and Complexity of Family Structures for Adolescents. Journal of Re-
search on Adolescence 28, 591–608. https://doi.org/10.1111/jora.12391

Perelli-Harris, B., Kreyenfeld, M.R., Kubisch, K., 2010a. Harmonized histories:
Manual for the preparation of comparative fertility and union histories (No. WP-
2010-011). Max Planck Institute for Demographic Research, Rostock. https:
//doi.org/10.4054/MPIDR-WP-2010-011

Perelli-Harris, B., Kreyenfeld, M., Sigle-Rushton, W., Keizer, R., Lappegård, T.,
Jasilioniene, A., Berghammer, C., Di Giulio, P., 2012. Changes in union status
during the transition to parenthood in eleven European countries, 1970s to early
2000s. Population Studies 66, 167–182. https://doi.org/10.1080/00324728.2012.
673004

Perelli-Harris, B., Lyons-Amos, M., 2016. Partnership Patterns in the United States
and across Europe: The Role of Education and Country Context. Social Forces
95, 251–282. https://doi.org/10.1093/sf/sow054

Perelli-Harris, B., Sigle-Rushton, W., Kreyenfeld, M., Lappegård, T., Keizer, R.,
Berghammer, C., 2010b. The Educational Gradient of Childbearing within Co-
habitation in Europe. Population & Development Review 36, 775–801. https:
//doi.org/10.1111/j.1728-4457.2010.00357.x

Raab, M., 2022. Ggseqplot: Render Sequence Plots using ’ggplot2’.
Rally, R.K., Wildsmith, E., 2004. Cohabitation and Children’s Family Instability.

Journal of Marriage & Family 66, 210–219. https://doi.org/10.1111/j.0022-
2445.2004.00014.x-i1

Reher, D.S., 1998. Family Ties in Western Europe: Persistent Contrasts. Vínculos
familiares en la Europa occidental: Contrastes persistentes. 24, 203–234. https:
//doi.org/10.2307/2807972

Rowold, C., Winkle, Z.V., 2022. Cohort Change in the Family Complexity of Adults
and Children in the United Kingdom. PAA.

Steinbach, A., Augustijn, L., Corkadi, G., 2021. Joint Physical Custody and Adoles-
cents’ Life Satisfaction in 37 North American and European Countries. Family
Process 60, 145–158. https://doi.org/10.1111/famp.12536

Studer, M., 2021a. Validating Sequence Analysis Typologies Using Parametric Boot-
strap. Sociological Methodology 51, 290–318. https://doi.org/10.1177/00811750

37

https://doi.org/10.1016/j.ssresearch.2013.05.005
https://doi.org/10.1016/j.ssresearch.2013.05.005
https://doi.org/10.1007/978-3-030-35079-6_5
https://doi.org/10.1111/jora.12391
https://doi.org/10.4054/MPIDR-WP-2010-011
https://doi.org/10.4054/MPIDR-WP-2010-011
https://doi.org/10.1080/00324728.2012.673004
https://doi.org/10.1080/00324728.2012.673004
https://doi.org/10.1093/sf/sow054
https://doi.org/10.1111/j.1728-4457.2010.00357.x
https://doi.org/10.1111/j.1728-4457.2010.00357.x
https://maraab23.github.io/ggseqplot/
https://doi.org/10.1111/j.0022-2445.2004.00014.x-i1
https://doi.org/10.1111/j.0022-2445.2004.00014.x-i1
https://doi.org/10.2307/2807972
https://doi.org/10.2307/2807972
https://paa.confex.com/paa/2022/meetingapp.cgi/Paper/25963
https://paa.confex.com/paa/2022/meetingapp.cgi/Paper/25963
https://doi.org/10.1111/famp.12536
https://doi.org/10.1177/00811750211014232
https://doi.org/10.1177/00811750211014232


211014232
Studer, M., 2021b. WeightedCluster: Clustering of Weighted Data.
Thomson, E., 2014. Family Complexity in Europe. The ANNALS of the American

Academy of Political and Social Science 654, 245–258. https://doi.org/10.1177/
0002716214531384

Thornton, A., Philipov, D., 2009. Sweeping Changes in Marriage, Cohabitation and
Childbearing in Central and Eastern Europe: New Insights from the Develop-
mental Idealism Framework. Transformations radicales du mariage, de la cohab-
itation et de la procréation en Europe Centrale et Orientale: De nouvelles per-
spectives à partir de la conception idéationnelle du développement. 25, 123–156.
https://doi.org/10.1007/s10680-009-9181-2

Turunen, J., 2011. Entering a stepfamily: Children’s experience of family recon-
stitution in Sweden 1970-2000: Eintritt in die Stieffamilie – Die Erfahrungen
von Kindern mit Familienrekonstitution in Schweden zwischen 1970 und 2000.
Journal of Family Research 23, 154–172. https://doi.org/10.20377/jfr-205

Wagmiller, R.L., Gershoff, E., Veliz, P., Clements, M., 2010. Does Children’s Aca-
demic Achievement Improve when Single Mothers Marry? Sociology of Educa-
tion 83, 201–226. https://doi.org/10.1177/0038040710375686

Walper, S., Thönnissen, C., Alt, P., 2015. Effects of Family Structure and the Experi-
ence of Parental Separation: A Study on Adolescents’ Well-Being. Comparative
Population Studies 40. https://doi.org/10.12765/CPoS-2015-12

Ward, J.H., 1963. Hierarchical Grouping to Optimize an Objective Function. Journal
of the American Statistical Association 58, 236–244. https://doi.org/10.2307/22
82967

Weaver, J.M., Schofield, T.J., 2015. Mediation and moderation of divorce effects on
children’s behavior problems. Journal of Family Psychology 29, 39–48. https:
//doi.org/10.1037/fam0000043

38

https://doi.org/10.1177/00811750211014232
https://CRAN.R-project.org/package=WeightedCluster
https://doi.org/10.1177/0002716214531384
https://doi.org/10.1177/0002716214531384
https://doi.org/10.1007/s10680-009-9181-2
https://doi.org/10.20377/jfr-205
https://doi.org/10.1177/0038040710375686
https://doi.org/10.12765/CPoS-2015-12
https://doi.org/10.2307/2282967
https://doi.org/10.2307/2282967
https://doi.org/10.1037/fam0000043
https://doi.org/10.1037/fam0000043


Appendix

39



Table A1: Percentage of children in each cluster, over country by maternal level of
education.

EDU_3 Intact original
family

Original family
to stepfamily

Separation Single mother Early stepfamily Later stepfamily

Romania
Primary 89.2 1.5 2.3 4.2 2.5 0.4
Secondary 89.7 2.4 2.3 3.8 0.9 0.9
Tertiary 91.6 NA 4.2 3.0 0.6 0.6

Bulgaria
Primary 87.6 1.3 2.2 5.5 2.4 1.0
Secondary 89.1 1.8 2.0 5.1 1.3 0.8
Tertiary 88.9 1.2 2.3 5.9 1.0 0.8

Poland
Primary 84.3 2.2 2.5 6.8 2.8 1.4
Secondary 88.0 1.2 2.6 5.7 1.6 0.9
Tertiary 85.4 1.6 2.7 8.6 1.3 0.4

Hungary
Primary 81.0 2.9 3.7 5.5 4.9 2.0
Secondary 84.6 3.2 2.7 5.7 2.2 1.6
Tertiary 86.5 1.7 4.6 5.8 1.0 0.5

Belarus
Primary 69.6 2.0 2.0 20.6 4.9 1.0
Secondary 76.2 2.7 4.5 10.8 4.0 1.8
Tertiary 77.5 1.6 3.8 11.8 3.1 2.1

Lithuania
Primary 79.1 NA 4.4 12.1 4.4 NA
Secondary 74.5 2.5 5.3 13.0 3.9 0.9
Tertiary 80.3 2.3 6.8 7.5 2.5 0.7

Czech Republic
Primary 63.8 4.7 4.2 13.6 10.3 3.3
Secondary 76.5 3.0 4.5 10.3 3.9 1.8
Tertiary 80.3 1.4 2.8 13.6 1.9 NA

Estonia
Primary 66.5 9.4 5.3 10.6 6.5 1.8
Secondary 71.1 7.6 6.2 8.6 5.0 1.5
Tertiary 80.8 3.9 4.6 6.4 3.1 1.1

Italy
Primary 92.5 0.3 1.9 2.1 2.7 0.6
Secondary 86.8 0.7 4.9 5.1 2.0 0.4
Tertiary 93.8 NA 1.8 4.5 NA NA

Spain
Primary 85.0 1.2 1.7 6.1 3.9 2.2
Secondary 83.0 1.8 2.8 7.3 3.4 1.7
Tertiary 87.8 1.9 2.5 5.3 1.7 0.8

Netherlands
Primary 86.1 2.9 2.4 6.1 1.4 1.2
Secondary 88.5 2.6 2.3 4.8 0.9 0.9
Tertiary 90.1 1.7 3.3 3.8 0.8 0.3

Belgium
Primary 73.5 6.3 4.0 13.3 1.3 1.6
Secondary 80.6 3.7 5.2 7.3 1.9 1.3
Tertiary 81.7 2.3 3.5 10.3 0.8 1.4

France
Primary 77.8 4.5 4.4 8.9 2.4 1.9
Secondary 79.2 5.1 4.4 7.7 2.4 1.2
Tertiary 79.5 3.8 4.2 9.2 2.1 1.2

Austria
Primary 68.8 6.2 2.3 6.2 11.5 5.0
Secondary 72.4 6.1 3.7 7.8 7.0 3.0
Tertiary 78.8 1.2 8.8 3.8 6.2 1.2

Norway
Primary 74.4 5.4 3.0 7.3 5.3 4.5
Secondary 79.5 5.7 3.5 5.5 3.5 2.2
Tertiary 83.7 3.2 2.5 6.2 2.5 2.0

Sweden
Primary 68.9 9.5 5.4 9.5 5.4 1.4
Secondary 77.3 9.2 3.7 5.5 2.5 1.9
Tertiary 81.1 5.1 5.0 6.3 1.8 0.8
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